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Figure S2: Physiological indexes of Jingmai 12 and Pimai, Kaiyuan in response to drought and re-watering.
(A-J) (A, Catalase; B, Peroxidase; C, Superoxide dismutase; D, Malondialdehyde; E, Proline; F, Abscisic
acid; G, Total antioxidant capacity; H, Soluble protein; I, Soluble sugar; J, Chlorophyll; The vertical lines
at the top of the histograms are standard deviations; Within each variable, different letters above the
histograms indicate significant differences at p < 0.05)
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